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CHODOSH, Lewis 




<110> APPLICANT: 
GARDNER, H 

<120> TITLE OF INVENTION: PREGNANCY UP-REGULATED, NONUBIQUITOUS CaM KINASE 
<130> FILE REFERENCE: 22253-70422 
<140> CURRENT APPLICATION NUMBER: US/10/032 , 254 
<141> CURRENT FILING DATE: 2001-12-21 
<150> PRIOR APPLICATION NUMBER: 60/257,073 
<151> PRIOR FILING DATE: 2000-12-21 
<160> NUMBER OF SEQ ID NOS : 8 
<170> SOFTWARE: Patentln Ver . 2.1 
<210> SEQ ID NO: 1 
<211> LENGTH: 1554 
<212> TYPE: DNA 

<213> ORGANISM: Murinae gen. sp. 
<400> SEQUENCE: 1 

gttgcggagt ccctccactc cgaggcgcca ggggccaagc agcgattagg tggctgcgtg 60 
ggtgactgtg gtcgtgacag gtggctgcaa gcagggtcgc agacatgctg ctgctcaaga 120 
aacagacgga ggacatcagc agtgtctatg agatccggga gaagctgggc tcgggtgcct 180 
tctctgaggt gatgctggcc caggaaaggg gctctgctca tcttgtggcc ctcaagtgca 240 
ttcccaagaa agcacttcgg ggcaaggagg ccctggtgga gaatgagatc gcggtacttc 300 
gcagaatcag ccatcccaac attgtggctc tggaggacgt ccatgagagt ccttctcatc 360 
tctacttggc catggagctg gtaacaggtg gtgaactgtt tgaccgcatc atggagcggg 420 
gctcctacac agagaaggac gccagccacc ttgtagggca ggtccttggc gctgtctcct 480 
accttcatag cctgggcatc gtgcaccggg acctcaagcc tgaaaacctc ctctatgcca 540 
caccttttga ggactccaag atcatggtct ctgactttgg cctgtccaaa atacaagctg 600 
gcaacatgct aggcacagcc tgtgggaccc caggatatgt ggccccagag ctcctggagc 660 
agaaacccta cgggaaggcc gtagatgtgt gggccctggg tgtcatctcc tacatcctgc 720 
tgtgtgggta cccccccttc tatgatgaga gcgatcctga actcttcagc cagattctga 780 
gggccagcta tgagtttgac tccccctttt gggatgacat ctcagaatca gccaaagact 840 
tcattcgcca ccttctggaa cgtgatcccc agaagaggtt cacctgccag caggccctac 900 
agcatctttg gatctctggg gatgcagcct tcgataggga catcctgggt tctgtcagtg 960 
agcagatcca gaagaatttt gccaggaccc actggaagcg tgcattcaat gccacatcat 1020 
tcctacgtca catccgtaag ctgggacaaa gcccagaggg tgaggaggcc tccaggcagt 1080 
gtatgacccg tcatagccac ccaggccttg ggactagcca gtcccccaag tggtgaaaac 114 0 
caggtagatg ccaaggaagg ccaagtggac tgactcccgg tttttctttc ctccagccct 1200 
tttggtctct ttcctggatc cttgtcctcc agactggcct ctgctggaaa gtctgagact 1260 
gggtgtgatg catggcacta gggtacgggg cttccccagt atgtccccca gcctctattc 1320 
ttacctatgg tggaggctcc ctttcccatg tcgctgccac cctctatgga aactgaggag 1380 
gtgttcaaaa gtggacttgg gagccatcct tcctgcacct tgcacgaaca catgcattgt 1440 
gtggctgttc tgtgctttgc tgactgtggg tggtcctgct tgtgttgtgg ccctttagtt 1500 
cctccttttc ctaaccaata aagacaaaca gaaccaaaaa aaaaaaaaaa aaaa 1554 
<210> SEQ ID NO: 2 
<211> LENGTH: 343 
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RAW SEQUENCE LISTING "DATE : 01/16/2002 

PATENT APPLICATION: US/10/032 , 254 TIME: 18:43:55 

Input Set : As\M-2335pl.app 

Output Set: N:\CRF3\01162002\J032254.raw 

56 <212> TYPE: PRT 

57 <213> ORGANISM: Murinae gen. sp . 

59 <4 00> SEQUENCE: 2 

60 Met Leu Leu Leu Lys Lys Gin Thr Glu Asp lie Ser Ser Val Tyr Glu 

61 1 5 10 15 

63 lie Arg Glu Lys Leu Gly Ser Gly Ala Phe Ser Glu Val Met Leu Ala 

64 20 25 30 

66 Gin Glu Arg Gly Ser Ala His Leu Val Ala Leu Lys Cys lie Pro Lys 

67 35 40 45 

69 Lys Ala Leu Arg Gly Lys Glu Ala Leu Val Glu Asn Glu lie Ala Val 

70 50 55 60 

72 Leu Arg Arg He Ser His Pro Asn He Val Ala Leu Glu Asp Val His 

73 65 70 75 80 

75 Glu Ser Pro Ser His Leu Tyr Leu Ala Met Glu Leu Val Thr Gly Gly 

76 85 90 95 

78 Glu Leu Phe Asp Arg He Met Glu Arg Gly Ser Tyr Thr Glu Lys Asp 

79 100 105 110 

81 Ala Ser His Leu Val Gly Gin Val Leu Gly Ala Val Ser Tyr Leu His 

82 115 120 125 

84 Ser Leu Gly He Val His Arg Asp Leu Lys Pro Glu Asn Leu Leu Tyr 

85 130 135 140 

87 Ala Thr Pro Phe Glu Asp Ser Lys He Met Val Ser Asp Phe Gly Leu 

88 145 150 155 160 

90 Ser Lys He Gin Ala Gly Asn Met Leu Gly Thr Ala Cys Gly Thr Pro 

91 165 170 175 

93 Gly Tyr Val Ala Pro Glu Leu Leu Glu Gin Lys Pro Tyr Gly Lys Ala 

94 180 185 190 

96 Val Asp Val Trp Ala Leu Gly Val He Ser Tyr He Leu Leu Cys Gly 

97 195 200 205 

99 Tyr Pro Pro Phe Tyr Asp Glu Ser Asp Pro Glu Leu Phe Ser Gin He 

100 210 215 220 

102 Leu Arg Ala Ser Tyr Glu Phe Asp Ser Pro Phe Trp Asp Asp He Ser 

103 225 230 235 240 

105 Glu Ser Ala Lys Asp Phe He Arg His Leu Leu Glu Arg Asp Pro Gin 

106 245 250 255 

108 Lys Arg Phe Thr Cys Gin Gin Ala Leu Gin His Leu Trp He Ser Gly 

109 260 265 270 

111 Asp Ala Ala Phe Asp Arg Asp He Leu Gly Ser Val Ser Glu Gin He 

112 275 280 285 

114 Gin Lys Asn Phe Ala Arg Thr His Trp Lys Arg Ala Phe Asn Ala Thr 

115 290 295 300 

117 Ser Phe Leu Arg His He Arg Lys Leu Gly Gin Ser Pro Glu Gly Glu 

118 305 310 315 320 

120 Glu Ala Ser Arg Gin Cys Met Thr Arg His Ser His Pro Gly Leu Gly 

121 325 330 335 

123 Thr Ser Gin Ser Pro Lys Trp 

124 340 

127 <210> SEQ ID NO: 3 

128 <211> LENGTH: 21 
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RAW SEQUENCE LISTING DATE: 01/16/2002 

PATENT APPLICATION: US/10/032 , 254 TIME: 18:43:55 

Input Set : A:\M-2335pl.app 

Output Set: N:\CRF3\01162002\J032254.raw 

129 <212> TYPE: DNA 

130 <213> ORGANISM: Artificial Sequence 

132 <220> FEATURE: 

133 <223> OTHER INFORMATION : Description of Artificial Sequence : degenerate 

134 oligonucleotide primer PTKIa n <* J JiJ^ojh 
136 <400> SEQUENCE: 3 —^y^^J^l^^ 1 ^ 

W--> 137 gggcccggat ccacmgmijay y 21 

140 <210> SEQ ID NO:"Y 

141 <211> LENGTH: 28 

142 <212> TYPE: DNA 

143 <213> ORGANISM: Artificial Sequence 

145 <220> FEATURE: 

146 <223> OTHER INFORMATION: Description of Artificial Sequence Regenerate 

147 oligonucleotide primer PTKIIa 

149 <400> SEQUENCE: 4 

150 cccggggaat tccawaggac casacrtc 28 

153 <210> SEQ ID NO: 5 

154 <211> LENGTH: 25 

155 <212> TYPE: DNA 

156 <213> ORGANISM: Artificial Sequence 

158 <220> FEATURE: 

159 <223> OTHER INFORMATION: Description of Artificial Sequence : degenerate 

160 oligonucleotide primer BSTKIa 

162 <400> SEQUENCE: 5 

163 gggcccggat ccrtrcacmg vgacy 25 

166 <210> SEQ ID NO: 6 

167 <211> LENGTH: 28 

168 <212> TYPE: DNA 

169 <213> ORGANISM: Artificial Sequence 

171 <220> FEATURE: 

172 <223> OTHER INFORMATION: Description of Artificial Sequence Regenerate 

173 oligonucleotide primer BSTKIIa 

175 <4 00> SEQUENCE: 6 

176 cccggggaat tccrwarctc casacatc 28 

179 <210> SEQ ID NO: 7 

180 <211> LENGTH: 1412 

181 <212> TYPE: DNA 

182 <213> ORGANISM: Homo sapiens 

184 <400> SEQUENCE: 7 

185 atgctgctgc tgaagaaaca cacggaggac atcagcagcg tctacgagat ccgcgagagg 60 

186 ctcggctcgg gtgccttctc cgaggtggtg ctggcccagg agcggggctc cgcacacctc 120 

187 gtggccctca agtgcatccc caagaaggcc ctccggggca aggaggccct ggtggagaac 180 

188 gagatcgcag tgctccgtag gatcagtcac cccaacatcg tcgctctgga ggatgtccac 240 

189 gagagccctt cccacctcta cctggccatg gaactggtga cgggtggcga gctgtttgac 300 

190 cgcatcatgg agcgcggctc ctacacagag aaggatgcca gccatctggt gggtcaggtc 360 

191 cttggcgccg tctcctacct gcacagcctg gggatcgtgc accgggacct caagcccgaa 420 

192 aacctcctgt atgccacgcc ctttgaggac tcgaagatca tggtctctga ctttggactc 480 

193 tccaaaatcc aggctgggaa catgctaggc accgcctgtg ggacccctgg atatgtggcc 540 

194 ccagagctct tggagcagaa accctacggg aaggccgtag atgtgtgggc cctgggcgtc 600 
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RAW SEQUENCE LISTING DATE: 01/16/2002 

PATENT APPLICATION: US/10/032,254 TIME: 18:43:55 



Input Set : A:\M-2335pl.app 

Output Set: N:\CRF3\01162002\J032254.raw 



195 


atctcctaca 


tcctgctgtg 


tgggtacccc 


cccttctacg 


acgagagcga 


ccctgagctc 


660 


196 


ttcagccaga 


tcctgagggc 


cagctatgag 


tttgactctc 


ctttctggga 


tgacatctca 


720 


197 


gaatcagcca 


aagacttcat 


ccggcacctt 


ctggagcgag 


acccccagaa 


gaggttcacc 


780 


198 


tgccaacagg 


ccttgcggca 


cctttggatc 


tctggggaca 


cagccttcga 


cagggacatc 


840 


199 


ttaggctctg 


tcagtgagca 


gatccggaag 


aactttgctc 


ggacacactg 


gaagcgagcc 


900 


200 


ttcaatgcca 


cctcgttcct 


gcgccacatc 


cggaagctgg 


ggcagatccc 


agagggcgag 


960 


201 


ggggcctctg 


agcagggcat 


ggcccgccac 


agccactcag 


gcctccgtgc 


tggccagccc 


1020 


202 


cccaagtggt 


gatgcccagg 


cagatgccga 


ggccaagtgg 


actgaccccc 


agatttcctt 


1080 


203 


cccttggatg 


ctttcggtcc 


cctcccccaa 


cccctccccc 


tgggtctggc 


ctctgctgga 


1140 


204 


ttttgagatt 


tgagggtgtg 


gcgcatggcg 


ctggggttgg 


aatggggcac 


ccccaagtct 


1200 


205 


gtccccaggc 


tctgccctgc 


ctgggggcag 


tggctcccct 


cccctgttgc 


ctctcccgcc 


1260 


206 


cctgcccccc 


ccgccccgcc 


aaaagccgag 


ggggtgctgg 


caggcgggcc 


tcaggggctg 


1320 


207 


tctttcctgc 


acggctgttg 


tgtgcttcgc 


tgagtgtggg 


tggtcctgct 


tgtgtcatgg 


1380 


208 


tcatggcctt 


ccagccccct 


ccagttttcc 


cc 
















1412 


211 


<210> SEQ ID NO; 


: 8 


























212 


<211> LENGTH: 343 


























213 


<212> TYPE: 


PRT 




























214 


<213> ORGANISM: 


Homo sapiens 




















216 


<400> SEQUENCE: 


8 


























217 


Met 


Leu 


Leu 


Leu 


Lys 


Lys 


His Thr 


Glu 


Asp 


He 

-L -L. V— 


Sei" 


Ser 


Val 


Tvr 


Glu 

\~J VA 




218 


1 








5 










10 










15 






220 


He 


Arg 


Glu 


Arg 


Leu 


Gly 


Ser Gly Ala 


Phe 


Ser 


Glu 


val 


Val 


Leu 


Ala 




221 








20 










25 










30 








223 


Gin 


Glu 


Arg 


Gly 


Ser 


Ala 


His Leu 


Val 


Ala 


Leu 


Lys 


Cys 


He 


Pro 


Lys 




224 






35 










40 










45 










226 


Lys 


Ala 


Leu 


Arg 


Gly 


Lys 


Glu Ala 


Leu 


Val 


Glu 


Asn 


Glu 


He 


Ala 


Val 




227 




50 












55 








60 












229 


Leu 


Arg 


Arg 


He 


Ser 


His 


Pro Asn 


He 


Val 


Ala 


Leu 


Glu 


Asp 


Val 


His 




230 


65 










70 








75 










80 




232 


Glu 


Ser 


Pro 


Ser 


His 


Leu 


Tyr Leu 


Ala 


Met 


Glu 


Leu 


Val 


Thr 


Gly 


Gly 
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85 










90 










95 






235 


Glu 


Leu 


Phe 


Asp 


Arg 


He 


Met Glu Arg Gly 


Ser 


Tyr 


Thr 


Glu 


Lys 


Asp 
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AJ -mf W 








100 










105 










110 








238 


Ala 


Ser 


His 


Leu 


Val 


Gly 


Gin Val 


Leu 


Gly 


Ala 


Val 


Ser 


Tyr 


Leu 


His 




239 






115 










120 










125 










241 


Ser 


Leu 


Gly 


He 


Val 


His 


Arg Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


Leu 


Leu 


Tyr 




242 




130 












135 








140 












244 


Ala 


Thr 


Pro 


Phe 


Glu 


Asp 


Ser Lys 


He 


Met 


Val 


Ser 


Asp 


Phe 


Gly 


Leu 




245 


145 










150 








155 










160 




247 


Ser 


Lys 


He 


Gin 


Ala 


Gly 


Asn Met 


Leu 


Gly 


Thr 


Ala 


Cys 


Gly 


Thr 


Pro 




248 










165 










170 










175 






250 


Gly 


Tyr 


Val 


Ala 


Pro 


Glu 


Leu Leu 


Glu 


Gin 


Lys 


Pro 


Tyr 


Gly 


Lys 


Ala 




251 








180 










185 










190 








253 


Val 


Asp 


Val 


Trp 


Ala 


Leu 


Gly Val 


He 


Ser 


Tyr 


He 


Leu 


Leu 


Cys 


Gly 




254 






195 










200 










205 










256 


Tyr 


Pro 


Pro 


Phe 


Tyr 


Asp 


Glu Ser 


Asp 


Pro 


Glu 


Leu 


Phe 


Ser 


Gin 


He 




257 




210 












215 








220 












259 


Leu 


Arg 


Ala 


Ser 


Tyr 


Glu 


Phe Asp 


Ser 


Pro 


Phe 


Trp 


Asp 


Asp 


He 


Ser 




260 


225 










230 








235 










240 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/032 , 254 



DATE: 01/16/2002 
TIME: 18:43:55 



Input Set : A:\M-2335pl.app 

Output Set: N:\CRF3\01162002\J032254.raw 



262 Glu Ser Ala Lys Asp Phe lie Arg His Leu Leu Glu Arg Asp Pro Gin 

263 245 250 255 

265 Lys Arg Phe Thr Cys Gin Gin Ala Leu Arg His Leu Trp lie Ser Gly 

266 260 265 270 

268 Asp Thr Ala Phe Asp Arg Asp lie Leu Gly Ser Val Ser Glu Gin lie 

269 275 280 285 

271 Arg Lys Asn Phe Ala Arg Thr His Trp Lys Arg Ala Phe Asn Ala Thr 

272 290 295 300 

274 Ser Phe Leu Arg His lie Arg Lys Leu Gly Gin lie Pro Glu Gly Glu 

275 305 310 315 320 

277 Gly Ala Ser Glu Gin Gly Met Ala Arg His Ser His Ser Gly Leu Arg 

278 325 330 335 

280 Ala Gly Gin Pro Pro Lys Trp 

281 340 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/032 , 254 



DATE: 01/16/2002 
TIME: 18:43:56 



Input Set : A:\M-2335pl.app 

Output Set: N:\CRF3\01162002\J032254.raw 



L:10 M:270 C: Current Application Number differs, Replaced Application Number 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:137 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 3 
L:137 M:258 W: Mandatory Feature missing, <222> not found for SEQ IDS : 3 
L:137 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 
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ERROR DETECTED SUGGESTED CORRECTION SERIAL NUMBER: 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



1 



12 



Wrapped Nucleics 
Wrapped Aminos 



The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 
was retrieved in a word processor after creating it. Please adjust your right margin to .3; this will 
prevent "wrapping." 



Invalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 



3 Misaligned Amino 

Numbering 

4 Non-ASCII 



Variable Length 



The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text. 

Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Skipped Sequences Sequences) missing. If intentional, please insert the following lines for each skipped sequence: 



6 Patentln 2.0 

"bug" 



(OLD RULES) 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 



8 Skipped Sequences 

(NEW RULES) 



Use of n's or Xaa's 



Sequences) 



missing. If intentional, please insert the following lines for each skipped sequence. 



(NEW RULES) 



10 Invalid <213> 



Response 



11 Useof<220> 



<2 10> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

«* 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 

missing the <220> "Feature" and associated numeric identifiers and responses. 



Patentln 2.0 
"bug" 



Sequences) 

Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artificial Sequence" or 

"Unknown." Please explain source of genetic material in <220> to <223> section 

(See "Federal Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager' or any other manual means to copy file to floppy disk. 



13 



Misuse of n 



n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 
any value not specifically a nucleotide. 



AMC/MH - Biotechnology Systems Branch - 08/21/2001 
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RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECHNOLOGY $ 
SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: - 

Application Serial Number: 

Source: QlP6 i 

Date Processed by STIC: ///L/ZaOGl 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 
FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 

PATENTTN 2.1 e-mail help: gating 1 heIp@uspto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http;//www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/dovynloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 191 1 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



